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atggctacttgtgatgacggtagaacaactgcaaatgccgceatgttgcatcctattcccaatcttggacgatattcaggagaacttgtttgatggtgctcaatgeggtgaagag
gttcatgaatccttgegtttgacctttcatgatgcecataggattttctccaactttaggtggtggtggagetgatggtagtatcattgetttcgacaccattgaaaccaatttcecag
caaatgccggtattgatgagatagtttcagctcagaaaccattcgttgctaaacacaacatttctgctggtgattttatccaatttgctggtgctgtcggagtctcaaattgtectg
gaggagtcagaatacctttcttcttgggtagaccagatgcagttgecgetagtccagatcatcttgttccagaaccttttgactcagttgactctattcttgccagaatgggtgat
gctggttttagtcctgtagaagttgtatggttacttgcatcccattctattgctgcagcagataaagtcgatecttctatacctggtactccattcgattcaacacctggtgtatteg
actcccagttcttcattgaaactcagttaaagggtcgtttgtttccaggtacagctgataataagggtgaagctcaatctcctttgcaaggagaaattaggttgcaatctgatca
cttgttagctagagatcctcaaacggcttgtgaatggcaatctatggtgaacaatcaacctaagatccaaaacagattcgetgcaactatgtcgaaaatggecttgttgggtea
agacaagacgaaactaatcgattgttccgatgtgataccaactcctccagecttagtcggtgcagctcatttgccageaggattttcgetatcagacgtggaacaagcttgtg
ctgctaccecatttccagecttaacagetgatcectggtectgtaacatctgttccaccagttccaggtagtctcgagtaa

Figure S1. Versatile peroxidase sequence
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Figure S2. Map of pCTCON2 vector
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Figure S3. Map of VP-pCTCONZ2 construct



Table S1. Primers sequences

Application Sequence

Forward primer for ATCGATGCTAGCATGGCTACTTGTGATGACGGTAGAACAACTGCAAATG
cloning of VP gene CCGC

Reverse primer for TACTAGTGGATCCCTCGAGACTACCTGGAACTGGTGGAAGAGATGTTAC
cloning of VP gene AGGACC

Forward primer for CCCATACGACGTTCCAGACTACGC

sequencing

Reverse primer for GATCTCGAGCTATTACAAGTCCTCTTCAG

sequencing

Forward primer for CGATGCTAGCATGGCTACTTGTGATGACGGTAGAACAACTGCAAATGCC
mutagenesis GC

Reverse primer for CTAGTGGATCCCTCGAGACTACCTGGAACTGGTGGAAGAGATGTTACAG

mutagenesis GACC
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Figure S4. Protein concentration during cell lysis. Before and after every hour of toluene-induces cell lysis process
100 uL aliquots were taken and centrifuged. Protein concentration was determined in supernatant using Bradford
reagent. Data are means of triplicate experiments with error bars indicating standard deviations. Error bars are not
visible when smaller than the symbol size.
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Figure S5. Activity of VP during lysis. Before and after every hour of lysis process 100 pL aliquots were taken and
centrifuged. After 3 washing steps cells/cell walls were resuspended to final ODgy = 0.1. Activity of VP was
measured with ABTS assay (2 mM ABTS, 0.5 mM H,0, in 100 mM Na-tartrate buffer pH 3.5) by monitoring
absorbance at 405 nm. Data are means of triplicate experiments with error bars indicating standard deviations. Error
bars are not visible when smaller than the symbol size.
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Figure S6. Chromatogram showing the elution of Aga2-wtVP chimera using Vivapure mini spin columns with
optimized NaCl step elution.



Figure S7. Native 12% polyacrylamide gel electrophoresis. (1) Aga2-wtVP (2) Aga2-MVP1 (3) Aga2-
MVP2 (4) Aga2-MVP3. A. Protein bands after CBB R250 staining. B. Activity bands in the gel after
incubation with 0.5 mM H,0, and 9 mM guaiacol.
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Figure S8. SDS-PAGE of purified aga2-wtVVP compared with molecular weight markers (MM)



